
Guidelines for using the "Query-by-Document Tool" 

The “Query-by-Document Tool” provided on CEPIMA’s webpage allows users to submit 

documents and find similar ones in the Scopus abstract and citation database. The principle can 

be compared to the “Query-by-Image” tool, with its most prominent implementation by 

Google: 

 

 

 

The “Query-by-Document” concept does exactly the same, but using documents instead of 

images. This document briefly outlines some guidelines on how to use the tool. 

Requirements: 
• Research Question. What kind of information are you looking for? 

• Seed documents. Which are the documents that you want to find similar documents to? 

Follow these simple steps to find documents that are relevant to your seed documents: 

 



1. Visit the webpage (Link) 
2. Enter your E-Mail Address 

 

3. Provide a descriptive title to your request.  
(Note: Please avoid special characters such as “#”, “/”, “-“, “_” … spaces are fine) 

 

4. Upload your documents (“.pdf” or “.txt”). See description for decision between “only 
abstracts” and “full-text documents” 

 

5. Choose a number of iterations. Start with 100 to get an idea of how fast your seed 
documents converge to a stable list. 

 

6. Choose a number of keywords. Start with 30 to receive the list of keywords and adjust 
this parameter to tune the results of your search. 

 

7. Submit your request. Congratulations, you are done! 

 

https://cepima.upc.edu/en/contributions/query-by-document-tool/view


1st Mail: 
Now it is time to wait for the system to supply you with your requested information. Within a 

few minutes you should receive a mail with the following information: 

 

This is the notification that your request has arrived and is being processed. If you do not receive 

this message, it might be the case that (1) the system has crashed and is offline or (2) other 

queries are being processed at the moment. In any case, if you receive the “Thank you” screen 

after submission, we will take care of your request and you will receive your results within 24 

hours.  

The ten numbers shown in the message inform you about the amount of request that can be 

performed in this week. As a rule of thumb: 100 iterations take 1,000 queries to Scopus, so these 

numbers will reduce by 1,000. If they approach 0, the system will be offline until the next week.   

The 1st mail will contain a wordcloud with the extracted keywords and a list with all the extracted 

keywords with their associated relevance. The top 𝑁𝐾𝑊 (default: 30) keywords are now used in 

constructing queries to the Scopus® database. 

                                   

After receiving this mail, it takes then about 𝑁𝑖𝑡 ∙ 0.1 minutes until you receive the 2nd mail with 

the resulting candidate list.  



2nd Mail: 
The second mail will look like this: 

 

It comes with three attachments: “ranked_candidates.xlsx”, “similarity_evolution.xlsx” and 

“sampled_keywords.xlsx”. 

ranked_candidates.xlsx: This file contains the ranked list of candidate documents responding 

to your query. The list is sorted by column E “document-frequency”, that is the amount of times 

the document appeared in the 𝑁𝑖𝑡 performed iterations. The document is characterized by its 

digital object identifier (DOI) and title. 

similarity_evolution.xlsx: This file contains a list with an indicator of how stationary the list is. 

In each iteration, the updated list is compared to the previous list. Column C compares the top 

1,000, column B the top 100, and column A the top 10 documents. Similarity is herein defined 

as: 

𝑆𝑖𝑚𝑖𝑙𝑎𝑟𝑖𝑡𝑦(𝑇𝑂𝑃 𝑁) =
𝑛𝑢𝑚𝑏𝑒𝑟 𝑜𝑓 𝑖𝑑𝑒𝑛𝑡𝑖𝑐𝑎𝑙 𝑑𝑜𝑐𝑢𝑚𝑒𝑛𝑡𝑠 𝑖𝑛 𝑏𝑜𝑡ℎ 𝑙𝑖𝑠𝑡𝑠

𝑁
 

When all three similarity indicators approach 1 it is a good indicator that 𝑁𝑖𝑡 has been chosen 

appropriately high.  

sampled_keywords.xlsx: This file contains the keywords that have been used in each iteration. 

 

 


